2016 33

T i &R il

CRISPR/Cas9 $t FHERARBIRA
Be 1 P 5 it

WEZ', WBAE ', RKEC FCE, T O
(L. FEHHEELRTART T, LARFE 266032 2. 7 8T §HEEHMITAT,
LAFE 266100; 3. SHKFHMEFFIR, SHEE 130062)

W B REGIERROED L ELF 7 AHL4XEE 4% (Clustered regularly interspaced short palindromic
repeats, CRISPR / CRISPR-associated nuclease system, CRISPR/Cas) 2 ;24K T @i A& 093 B %%
%%, 3 & LA CRISPR/Cas % %t 3% fo k49 5 AR B 44 HH K——CRISPR/Cas9 A4 & 2 A T4
SRR B AR AL EEM CRISPR/Cas9 A %ct) X I, VM RIE. A SRR L Lih#r ey B 8%
BHRGF WA G BBATHEL, TEINBERITARLRE, JFEZET CRISPR/Cas9 % 4ty 5 A #T %
K$#i7) : CRISPR/Cas9 ; A B 0% 4 ; itk

FESES . S851.3 CEKRIRES : A XERS : 1005-944X (2016) 00-0000-00

DOI : 10.3969/j.issn.1005-944X.2016.00.000

Research Advances in CRISPR/Cas9-mediated Genome Editing and Its Application

Sun Yuzhang', Sun Mingjun', Dai Yonglian®, Yin Renfu’, Ding Zhuang’
(1. China Animal Health & Epidemiology Center, Qingdao, Shandong 266032 ;
2. Qingdao Institute of Husbandry & Veterinary Science, Qingdao, Shandong 266100 ;

3. College of Veterinary Medicine, Jilin University, Changchun, Jilin 130062)

Abstract : Clustered regularly interspaced short palindromic repeats (CRISPR), together with the associated
sequences (Cas genes and Cas proteins) widely exist in adaptive immune system of bacteria and archaea. CRISPR/
Cas9 system, the third generation genome editing technology, which was established on the basis of the type II
CRISPR/Cas system, has been widely applied in many fields of life science research. In this review, its discovery,
function mechanism, application progress, and comparison analysis on other emerging genome editing technologies
were introduced. Furthermore, the application prospect of the CRISPR/Cas9 system was described.
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OIS B s RNAL B ATP AR #fi 7, CRISPR/
Cas9 X 87 Z iR 7 2 A PAM FR#1; RNAI {EH
A —E BN . — AT gL, CRISPR/Cas9 1]
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